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RAW SEQUENCE LISTING 
ERROR REPORT 

The Biotechnology Systems Branch or the Scientific and Technical Information 
Center (STIC) deleted errors when processing the following computer readable 

form: 

Applirntinn <WH /^•3 V f ^ 5 ^3 4 " 

Source: TfiMfo 

Date Processed by STIC: ' ' 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRO RS EITHER* 

FOR^SUB^IS^AND PATENTIN SOFTWARE Q^IONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 

-TCMtEDUCEERRORED SEQUENCE LlSTTNGSr^EASE US&TH&.GHE£gEE 
: -Vfe^^ONMukxE^SBA-M' ACCESSIBLE THROUGH^ THEvfcF-S-. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/ofTiccs/pac/checker/chkrnote.htm 

Applicants submttung gcittUc sequence informauon electronically on diskette or CD-Ron, should be aware that there is 
a oo«ib«litv that the disk/CD-Rom mav have been affected by treatment given to all incoming mail 
PhSe cSS us n aSeTurcds of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

, p gc .» i . /<htfn ; //wwxv. us nto. g ov/ ^r/pr 5 /d 0 wnloads/doc»mcnts.htm> , EFS Submission 

User Manual -eP AVE) v»in u<n 

2. U.S. Postal Service: Commissioner fpr Patents, P.O. Box-1450, Alexandria, VA 2 "13-1^> 

3. Hanff<*rry, Federal Egress, United Parcel Service, or W^*™**?™ ^Z^^SS^t™ Lobby 
U.S. Pateniand Trademark Office, 220 20"' Street S., Customer Window. Mail Stop Sequence, Crystal Plaza Two, Lobby, 

Room 1B03, Arlington, VA 22202 



Revised 05/17/04 



BEST AVAILABLE COPY 



Raw Sequence listing Error Summary 



FRftQR DETECTED 

ATTN: NEW RULES CASES: 

Wrapped Nucletes 

Wrapped Aminos 



{SyCCESTED CORRECTION SERIAL NUMBER! . 

PLEASE DISREGARD ENGLISH -ALPHA- HEADERS, WHICHWERE INSERTED BY PTO SOFTWARE 

The number/text at the end of each line "wrapped" down to the next line. This may occur jT your file 
I ras retrieved in a word processor after creating it. Please adjust your nght margin to J; this w.ll 

prevent "wrapping." 



2_ 



Patent] n 2.0 

"bug" 



Jnvattd Line Length The rules require that a line not exceed 72 character, in length. This includes white spaces. 

^Misaligned Amino The- numbering under. cach5* amino^ 
Numbering use space characters, instead.- 

Non-ASCII The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rule Please 

— ~~ ensure your subsequent submission Is saved in ASCII text. 

t/ v/ '.kbiM.il. <tanuencefs^O contain n's or Xaa's representing more than one residue. Per Sequence Rules, 
y_V,"ab.e Un * h ^TofxaTSn on ly represent . single residue. Please present the maximum number of each 
r^due having variable length and indicate in the <220»-<223> section that some may be m.ss.ng. 

A "bug" in Patentln version 2.0 has eauscd.ihe <220>-<223> section to be missing from amino acid 
Zauencesl s\ ■ Normally. Patentln would automatically generate this section from the 

3ourf?c odcd nucleic ac id sequence. Please manually copy ^«^ B *^^* '° 
the subsequent amino acid sequence This applies t. the mandatory <220>-<223;» sections for 
Artificial or Unknown sequences. 

Sequences) missing. If intentional, please insert the following lines for each skipped sequence; 
(2) ^FORMATION FOR SEQ ID NO:X; (insert SEQ ID NO where "X is shown) 
f i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(xi) SEQUENCE DESCRIPTIONiSEQ ID NO.X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(») NUMBER OF SEQUENCES response to Include the skipped sequences. 

Sequenced missing. If Intentional, please insert the following lines for each skipped -sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use ofn's and/or Xaa's have been detected in the Sequence Listing. 

if °S23 of Sequence Rules, use of <220>-<223> is MANDATORY « K f ."' s " X ^ ™„ts 
In <220> to <22J» section, please explain location Of n or Xaa. and which residue n or Xaa represents. 

Invalid <21 3> Per 1 .823 of Sequence Rules, the only valid <21 3> responses arc: Unknown. Artificial Sequence, or 
-£J2« - sdenmlc namejoenus/species). <220>-223> section is required when <213> response .. Unknown or 

is Artificial Sequence 



Skipped Sequences 
(OLD RULES) 



g Skipped Sequences 

' (NEW RULES) 



p Use of n's or Xaa's 

(NEW RULES) 



10 



1 



Use of <220> Scqucnce(s) 



12 Patentln 2.0 

"bug" 

13 Misuse of n/Xaa 



scaucnceisj . missing the c220> "Feature" and associated numeric identifiers and responses. 

Use of<220>to<223> is MANDATORY if <2}3> ^Organism" response is "Artificial Sequence or 
^Unknown.* Please explain source of genetic material in <220> to <223> section. 
(^"MeraJ Register." 06/01/1998, Vol.63,No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use -Copy to Disk" function of Patentln version 2,0. This causes a comiptcd file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on ™£ ta^j 
listing) Instead, please use "File Manager or any other manual means to copy file to floppy disk. 

V can only represent a single nucleotide : "Xaa" can only represent a single amino acid 

AMC - Biotechnology Systems Branch - 09/09/2003 
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IB-W16 



RAW SEQUENCE LISTING 

PATENT APPLICATION; US/09/734 , 583A 



DATE: 11/05/2004 
TIME: 14:52:42 



3 
5 

ANALOGS 
7 
9 
10 
12 
14 
16 
17 
18 
19 
21 
23 
24 
27 
28 
29 
30 
32 
33 
34 
35 

bridge 
39 

40 
41 
42 
45 
46 
49 
51 
52 
55 
56 
57 
58 
60 
61 
€2 
63 
66 
67 
68 



Input Set : Ai\87534-3000.txt 
- Output Set: N«\CRF4\11052004\I734583A.raW 

<110> APPLICANT: Hornik, Vered .^m^ T xT 
<120> TITLE OF INVENTION: CONFORMATIONALLY CONSTRAINED BACKBONE CYCLIZED SOMATOSTATIN 

<130> PILE REFERENCE: 87534-3000 
<140> CURRENT APPLICATION NUMBER: 09/734, 583A 
<141> CURRENT FILING DATE: 2000-12-13 
<160> NUMBER OF SEQ ID NOS : 10 
<170> SOFTWARE: Patentln version 3-1 
<210> SEQ ID NO: 1 
«211> LENGTH : 14 
<212> TYPE: PRT 
<213> ORGANISM: mammalian 
<400> SEQUENCE: 1 

Ala Gly Cys Lys Asn Phe Phe Tip Lys Thr Phe Thr Ser 



Does Not Comply 
COiteoted Diskette Needed 



Cys 



10 



<:210> SEQ ID NO; 
<211> LENGTH: 6 
<212> TYPE: PRT 
<213> ORGANISM; 
<220> FEATURE: 
<221> name/KEY : 
<222> LOCATION: 



" — -Hop 



Artificial sequence 

DISULFIDE BRIDGE 
(1) . . (15 



X 



<223> OTHER INFORMATION: Cys residues at amino acid positions and 6 form a disulfide 



<220> FEATURE: 

<221> NAME /KEY: MOD_RES 

<222> LOCATION: (3) . - <3> 

<223> OTHER INFORMATION: 

<220> FEATURE: 

<223> OTHER INFORMATION: 

<400> SEQUENCE: 2 

Cys Phe Trp Lys Thr Cys 



The Trp residue is the D isomer 
Synthetic peptide 



<210> SEQ ID NO: 3 
<211> LENGTH: 6 
<212> TYPE: PRT 

<213> ORGANISM: Artificial Sequence 

<220> FEATURE: 

<221> NAME /KEY : MOD_RES 

<222> LOCATION: (1) . . {1) 

<223> OTHER INFORMATION: N-Methyl 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<c222> LOCATION: (1) . . (6) 



Jl/5/04 



> Page 2 of 10 

6 9 <223> OTHER INFORMATION: cyclo 



//r.\rDPA\HT TTUHT n\Vcrr7^4^R^A htm 



11/5/04 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/734 , 583A 



DATE: 11/05/2004 
TIME: 14:52:42 



Input Set : Afi\87534-3O00.txt 

Output Set: N:\CRF4\11052004\l734583A.raw 



The Trp residue is the d isomer 
Synthetic peptide 



113 
116 
117 
120 
122 
123 
126 
127 
128 
129 

&f> III 
133 
134 

position 
135 
137 
138 
139 
140 
143 



72 <220> FEATURE: 

73 <221> NAME/KEY: MOD^RES 

74 <222> LOCATION: (3)7- (3) 

75 <223> OTHER INFORMATION: 

77 <220> FEATURE; 

78 <223> OTHER INFORMATION: 
81 <400> SEQUENCE: 3 
&3Ala Tyr Trp Lys Ajal Phe 
64 1 5 

87 <210> SEQ ID NO: 4 

88 <211> LENGTH: 8 

89 <2l2> TYPE: FRT 

90 <213> ORGANISM: Artificial Sequence 

92 <220> FEATURE: 

93 <221> NAME/KEY: MOD^RES 

94 <222> LOCATION: (1) . . (1) s 

95 <223> OTHER INFORMATION: The Phe residue is a D isomer 

98 <220> FEATURE: 

99 <221> NAME/KEY: MOD_RES 

100 <222* LOCATION: (8) . . (8) 

101 <223> OTHER INFORMATION: The Thr residue ends with CH20H 

104 <220> FEATURE: 

105 <221> NAME/KEY: DISULFIDE BRIDGE 

106 <222> LOCATION: (2) r , (2) . ... 

107 <223> OTHER INFORMATION: a disulfide bridge is formed between cys residues 2 and 7 

110 <220> FEATURE: 

111 <221> NAME/ KEY : MOD_RES 

112 <222> LOCATION: (4)7. (4) 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<223> OTHER INFORMATION: 
<4Q0> SEQUENCE : 4 
Phe Cys Phe Trp Lys Thr Cys Thx 
1 > 5 
<210> SEQ ID NO: 5 
<21I> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION; 



The Trp residue is a P isomer 
Synthetic peptide 



Artificial Sequence 

DISULFIDE 

(2) ..(2) 



<223> OTHER INFORMATION: A Disulfide Bridge is formed between the Cys residues at 



2 and 6 
<22 0> FEATURE r 
<221> NAME /KEY : MOD_RES 
<222> LOCATION: (l) . . (1) 
<223> OTHER INFORMATION: 
<220> FEATURE: 



The Phe residue is a D isomer 



144 <221> NAME/KEY: MOD_RE$ 



fiW/n APR F4\OUTT TOT . D\VsrI734583A.htm 
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RAW SEQUENCE LISTING DATE: ll/°S/2004 

PATENT APPLICATION: US/09/734, 583A TIME : 14:52:42 

Input Set : As\87534-3000.txt 

Output Set: N:\CRF4\ll052004\l7345B3A.raw 

145 <222> LOCATION: (4) . . (4) 

146 <223> OTHER INFORMATION: The Trp residue is a D isomer 

149 <220> FEATURE: 

150 <221> NAME /KEY: MOD_RE$ 

151 <=222> LOCATION: (7) . . (7) 

152 <223> OTHER INFORMATION: The Thr residue ends with N2H 

155 <220> FEATURE: N 

156 <223> OTHER INFORMATION: Synthetic peptide 
159 <400> SEQUENCE: 5 

161 Phe Cys Phe Trp Lys Cys Thr 

162 1 5 

165 <2X0> SEQ ID NO: 6 

166 <211> LENGTH: 8 

167 <212> TVPEs PRT 

168 <213> ORGANISM: Artificial Sequence 

170 <220> FEATURE: 

171 <221> NAME/KEY: MISC_FEATURE 

172 <222> LOCATION: (1) . . (l) ' . 

173 <223> OTHER INFORMATION: is a gamma amino butyric acid, diamine- butyric acia, c-J-y, 

beta Al^ ^ 5-amino pentanoic acid or amino hexanoic acid; Residue 1 is bridged 

175 to Residue 8; Residue 1* also begins with a hydrogen, or a m 

176 ono- or di- saccharide attached 
179 <:220>.- FEATURE: " • 
18 0 <221* NAME/KEY: MISC_FEATURE 

181 <222> LOCATION: (2) . . (2) 

1$2 <22 3> OTHER INFORMATION: is (D) or (L) Phe or Tyr 

185 <220> FEATURE: 

186 <221> NAME/KEY: MI5C_FEATURE . 

187 <222> LOCATION: (3) . . (3) /T^^ ^ 
168 <223> OTHER INFORMATION: is (D) or <L) -Trp, or (L) -Phe, (D> - or (L) -lNal or (D) or 

(L) -2Na / 
189 1/ or Tyr 

192 <220> FEATURE: 

193 <221> NAME/KEY: MISC_F£ATURE 

194 <222> LOCATION: (4).. (4) / 

l£S <223> OTHER INFORMATION: is (D) or (L) -Trp 
-19$ <220> FEATURE: 

199 <221> NAME/KEY: MISC_FEATURE 

200 <222> LOCATION: (5) . . (5) 

201 <223> OTHER INFORMATION: is (D) or (L) -LyS 

204 <220> FEATURE: 

205 <221> NAME/KEY: MISC_FEATURE 

206 <222> LOCATION: (6) . . (6) / 

207 <223> OTHER INFORMATION: is Thr, Gly. Abu. Ser ( Cys, Val , (D) or (L) -Ala, or (D) - or 

(L)-A / 

208 la, or Tyr 

211 <220> FEATURE: 

212 <221> NAME/KEY: MISC_FEATURE 

213 <222> LOCATION: (7) . . (7) 

214 <223> OTHER INFORMATION: is (D) or (L)-Pne, or (D) - or (L) -Ala, Nle, or Cys? 
217 <220> FEATURE: 



rilP.T//r:\CRF4\OUTHOT J D\Vf;rr734583A.him 
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RAW SEQUENCE LISTXKG DATE: 11/05/2004 

PATENT APPLICATION: US/09/734 , 583A TIME : 14:52:42 

Input Set : As\87534-3000.txt 

Output Setr M2\CRP4\11052004\I734583A.raw 

218 <221> NAME/KEY: MI SC — FEATURE ^ / 

219 <222> LOCATION: <8> , . (8) , ' ' ' 

220 <223> OTHER INFORMATION: is Gly, Val, Leu, (D) or (L> -Phe. or INal or 2Nal ; with a 

termina 

221 1 carboxy acid, amide or alcohol group. 

224 <220> FEATURES 

225 <223> OTHER INFORMATION; Synthetic peptide 
..22B.<;400> SEQUENCE: 6 

W- -> 230 Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
231 1 S 

234 <210> SEQ ID NO: 7 

235 <211> LENGTH: 7 

236 <212> TYPE: PRT 

237 <213> ORGANISM: Artificial Sequence 

239 <220> FEATURE: 

240 <221> NAME/KEY: MISC_FEATURE 

241 <222> LOCATION: (1) . . (1) r ^ . 

242 <223> OTHER INFORMATION: is <D) - or (L> -Phe, or (D) - or (L) -Ala; wherein Residue 1 is 

brid 

243 ged to Residue 6 a bridging group composed of 1 to 5 methyl space 

244 re connected to an amide, thioether, thioester, or disulfide, fol 

245 lowed by l to 5 methyl spacers 

248 <220> FEATURE: 

249 <221> NAME/KEY: MI SC_J?EATURE ■ 

250 <222> LOCATION : (2).. (2) 

251 <222> OTHER INFORMATION: is Tyr or <D) - or (L) -Phe 

254 <220> FEATURE: 

255 <221> NAME/KEY: MISC_FKATURE 

256 <222> LOCATION: <3>..(3) / / 

257 <223> OTHER INFORMATION: is (D) - or (L) -Trp, (D) - or (L)-lNal, or <D) - or (L) -2Nal 

260 <220> FEATURE: 

261 <221> NAME/KEY: MISC_FEATURE 

262 <222> LOCATION: {5) . . (5) / 

*263 <223> OTHER INFORMATION: is Thr, 'Val, Ser, or Cys 

266 <220> FEATURE: 

267 <221> NAME/KEY: MISC__FEATURE 

268 <222> LOCATION: <6)„(6) / 

269 <223> OTHER INFORMATION: is Gly or (D) - or (L) -Phe 

272 <220> FEATURE: 

273 <221> NAME/KEY; MISCJFEATURE 

274 <222> LOCATION: (7) . . (7) <S 

275 <223> OTHER JCNFORMATION: is Thr, GABA, (D) - or (L)-lNal, (D) - or (L) -2Nal, or or 

(L t 

276 )-Phe 

279 <220* FEATURE: 

280 <223> OTHER INFORMATION: Synthetic peptide 
282 <400> SEQUENCE : 7 

w- -> 284 Xaa Xaa Xaa Lys Xaa xaa Xaa 
285 1 5 

288 <210> SEQ ID NO: 8 

289 <211> LENGTH: 9 

290 <212> TYPE: PRT 



fi |p.-//r.APRF4\Ol JTHOT T)\V.srI734583 A JhLm 
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RAW SEQUENCE LISTING DATE: 11/05/2004 

PATENT APPLICATION: US/09/734, 583A TIME: 14:52:42 

Input Set : As\87534-3000.txt * y 

Output Set: H:\CRP4\11052004\l734583A.raw / ) J^gf* * fZjh^n**^ 

291 <213> ORGANISM: Artificial Sequence ^"C^ < «y\ £Wl J<J-rr^^ . , 

293 <220> FEATURE: ( ^jJL 

294 <221> NAME/KEY: MlSC_FEATURE V _^ * - 

295 <222> LOCATION i (1) . . (1) , £dC ^TX^-™ 

296 <223> OTHER INFORMATION: is absent or is a terminal group of four ammo acidsXwhere 



some may be missing 

299 <220> FEATURE : 

300 <221> NAME/KEY: MISC_FEATURE 

301 <222> LOCATION: (2) . . (2) ^ ' .* ' 

302 <223> OTHER INFORMATION: is INal , 2Nal, Beta-Asp (Ind) , Gly, Tyr, <D) - or (L) -Ala, or 

(D 

303 ) - or <L) -Phe 

306 <220> FEATURE i 

307 <221> NAME /KEY: MISC_FEATURE 

308 <222> LOCATION: (3) . . (4) ^ 

309 <223> OTHER INFORMATION : may be absent, or are independently Gly, Tyr, iNai, zwai , 
t a ~~t^s 

310 p (Ind), Gly, Tyr, CD)- or (L)-Ala, or <d) - or (L> -Phe 

313 <220> FEATURE: 

314 <221> NAME/KEY: MISC^FEATURE 

315 <222> LOCATION: (5) -7(5) / 

316 <223> OTHER INFORMATION: (D) - or (L) -Trp 

319 <220> FEATURE: 

320 <221> NAME/KEY: MISC_FEATURE 

321 <222> LOCATION: (6) . . (6) / 

322 <223> OTHER INFORMATION: (P) - or (L) -Lys 

325 <220> FEATURE: 

326 <221> NAME /KEY: MIS COFEATURE . 

327 <222> LOCATION: (7) , - (7) f 

326 <223> OTHER INFORMATION: is absent or is Gly, Abu. Cys , Thr, Val, (D) - or (L) -Ala, or 

<D) 

32 9 - or (L) -Pne 

332 <220> FEATURE: 

333 -c22l> NAME /KEY: MISC_FEATURE 

334 <222> LOCATION: (8) - - (8) ' 

335 <223> OTHER INFORMATION; is Cys, (D) - or (L) -Ala, or (D) - or (L) -Pne 

338 <220> FEATURE: 

339 <221? NAME/KEY: M I SC_FEATURE 

340 <222> LOCATION: (9) . - <9) € 

341 <223> OTHER INFORMATION: is absent or is Val, Thr, INal or 2Nal 

344 <220> FEATURE: 

345 <223> OTHER INFORMATION: Synthetic peptide 
347 <400=> SEQUENCE : ' 8 

W--> 349 xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa xaa 
350 1 5 

353 <2l0> SEQ ID NO; 9 

354 <211> LENGTH: 7 

355 -£2l2> TYPE: PRT 

356 <213> ORGANISM: Artificial Sequence 

358 <220> FEATURE; 

359 <221> NAME/KEY: MIS C_F EATURE 

360 <222> LOCATION: (1) . . (1) 

361 <223> OTHER INFORMATION; (O) - or (L) -Phe, Tyr or (D) - or (L) -Ala; Residue 1 is 



file://C:VCRF4\OUTHOLD\Vsrn34583A.htm 



1 1/5/04 



connected 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE : 11/05/2004 

PATENT APPLICATION: US/09/734 , 583A TIME: 14:52:43 

^U\\ input Set : As\87534-3000.txt 

Jc±*** Output Set: N;\CRF4\11052004\l734583A.raw 

llTll n°^d /or Xaa have been detected in the Sequence Listing, Pleaee ™*"r* • 
Sequence Lining to ensure that a corresponding explanation i. presented » the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:6; xaa Pos *\Ar;£. & 1 4> 7* ^ 

Seq#:7; Xaa Pos - *- X 

Seq#: 8 ; Xaa Pos . ^^^Xf V§>^ 
Seq#:9; Xaa Pos. 1,2,3/4,5,6,7 
Seq#:io ? xaa Pps- 1,2,3,4,5,6,7 

fyz ■ 

S*«££*£qSr*^ t a line act exceed 72 characters in length. This include* space*. 
Seq#:8; I-ine(s) 296 



file://C:\CRF4\OUTHOLD\VsrI734583A.htm 



11/5/04 



VERIFICAMON SUMMARY ™TE: W™' 2 ™* 

PATENT APPLICATION: tH3/09/734, 583A TIME: 14:52:43 

Input Set : A:\87S34-3000.. tact 

Output Set: N.\CRP4\110S2004\I734583A.raw 

I,: 33 M:257 W: Feature value mis-spelled or invalid, <22l> Name/Key f ^ T . B =J. I ?J: = 
L:105 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SBQ ID#.4 
L-132 M:257 «: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#;5 
L:230 Mi341 W: (46) "n" or "Xaa- used, for SEQ ID#:6 after pos.:0 
L-2B4 M-.341 W: (46) "n» or "Xaa" used, for SEQ ID#:7 after pos.:0 ^ 
L-349 M-341 W: (46) "n" or -Xaa" used, for SEQ ID#t8 after pos.:0 
L-408 Mi341 W: (46> -"n" OX "Xaa" used, for SEQ ID#:9 after pos.iO 
L-467 M-341 W: (46) . "itf or. "Xaa". .-.used. ...for ..SEQ ID#:10 after pos.iO 



fi1ft//r:\rRF4\OUTHOLD\Vsrn34583A.htm 



This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 



Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SIDES 

□ FADED TEXT OR DRAWING 



P^BLURRED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLOR OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 

□ LINES OR MARKS ON ORIGINAL DOCUMENT 

□ REFERENCE(S) OR EXHffilT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 



IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



BEST AVAILABLE IMAGES 




